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<210> 1 

<211> 2017 

<212> DNA 

<213> HOMO SAPIENS 

<22 0> FEATURE 

<221> UNSURE 

<222> (1930) (1990) (2005) 

<223> OTHER INFORMATION: cDNA Sequence 



<400> 1 



taaagctacg 
cagcgctccc 
accgtcgagt 
caccctcctg 
ccaggagccc 
accggcactt 
agccaagaca 
attgctgaag 
cagagcaact 
aaaattgaga 
gaagatgttg 
ggattggatc 
ttaaccgctg 
gccgtgtttg 
gcacatacac 
aacaattatg 
ataccagaga 
gatgaaacag 
tacagtgaag 
agtattgatt 
ctgattgact 
tcctaccttg 
aatgctactg 
acagacagta 
tccacaaaag 



ccctggccgc 
ctctacctgg 
gtcagagatc 
gctcttcctg 
agcgccgggc 
ggattctggt 
aatctctaca 
cagaagaaga 
attcttttgt 
aagaaagaca 
attcaaccaa 
ataaatttca 
aagacattgt 
acaagattgt 
tggaagatga 
aggaggatcc 
aagtgactcc 
tatctaacac 
acaactttag 
cagaaaaaga 
ttgtgaagat 
aaaacttgga 
acaatataag 
ccaaggaaga 
atgataactc 



agtctccgcg 
agacttgact 
ctgcagccgc 
tttttactcc 
tgtgacccaa 
gttagtgctc 
taatagagaa 
caagattaaa 
tgataacttg 
atctataaga 
gaatcgaaaa 
agatgatcca 
ccataaaatc 
ttctaaacta 
agtagcagag 
caataagccc 
aatggcagca 
attaaccttg 
ggacttccaa 
agcaaaagag 
gatggtgaaa 
tgaaatgatt 
caagcttttc 
agcagctaag 
caacccagga 



tcacaggaac 
cccgcgcgcc 
ccagtcccgg 
tccttttcat 
gccgagcgtg 
ccgattcaag 
ttaagtgcag 
aaaacatatc 
aacctgctaa 
agctccccac 
ctgatcgatg 
gatggtcttc 
gctgccagga 
cttaatctcg 
gttttacaaa 
acaagctgga 
attcaagatg 
acaaatggct 
tatttcccaa 
aaagaaacac 
tatggaacaa 
gctcttcaga 
ccagcaccat 
atggaaaagg 
ggaaagacag 



ttcagcaccc 
ccaaccctgc 
cccctctccc 
tcataacaaa 
gaagaatggg 
ctttccccaa 
aaagaccttt 
ctccagaaaa 
gggcaataac 
ttgataataa 
attatgactc 
atcaactaga 
tttatgaaga 
gccttatcac 
aattaatctc 
ctgagaatca 
gtcttgctaa 
tggaaaggag 
atttctatgc 
tgattactat 
tatctccaga 
ccaaaaacaa 
cagagaagag 
aatatggaag 
atgaacccaa 



acagggcgga 
ttatcccttg 
gccccacacc 
agctacagct 
gttcctcggg 
acctggagga 
gaatgaacag 
caagccaggt 
agaaaaggaa 
gttgaatgtg 
tactaagagt 
cgggactcct 
aaatgacaga 
agaaagccaa 
aaaggaagcc 
ggctggaaaa 
gggagaaaac 
aactaaaacc 
gctactgaaa 
catgaaaaca 
agaaggtgtt 
gctagaaaaa 
tcatgaagaa 
cttgaaggat 
aggaaaaaca 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 



gaagcctatt tggaagccat cagaaaaaat attgaatggt tgaagaaaca tgacaaaaag 1560 

ggaaataaag aagattatga cct'ttcaaag atgagagact tcatcaataa acaagctgat 162 0 

gcttatgtgg agaaaggcat" ccttgacaag gaagaagccg aggccatcaa gcgcatttat 1680 

agcagcctgt aaaaatggca aaagatccag gagtctttca actgtttcag aaaacataat 174 0 

atagcttaaa acacttctaa ttctgtgatt aaaatttttt gacccaaggg ttattagaaa 1800 

gtgctgaatt tacagtagtt aaccttttac aagtggttaa aacatagctt tcttcccgta 1860 

aaaactatct gaaagtaaag ttgtatgtaa gctgagattt tgtatacagg aatccttatt 1920 

tcctcatagn cttattattt tataatcagg aatatgttgc tttggaaaaa gcctcttaat 1980 

gggctgaccn taaaaactca atccntcttc cactgtc 2017 

<210> 2 
<211> 468 
<212> PRT 

<213> HOMO SAPIENS 
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